Specimen Details Current Marker Summary

Sample ID: NIBGE-GCUBG-385 )
Process ID- GCUBG385-11 Marker Sequence GC Ambiguous  Trace

. Code Length Count
Project: GCUBG
Tax Names: Magnoliophyta, Magnoliopsida, Lamiales, 0 0

Bignoniaceae, Kigelia, Kigelia pinnata matk 873 29.7% 0% 2
Taxon: Kigelia pinnata
Rank Name: species trnH-psbA 285 28.4% 0% 2
Sampling N/A
Protocol: rbcLa n/a n/a n/a 2
BIN URI: N/A
Kingdom: Plantae
> >
matK
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Nucleotide Sequence Sequence Metadata

TCTTACTTGCATTTATTACGATTCTTTTTCCACGAATATTGGAATTGGAAT —ACTCTT Genbank N/A

ATTGATAGAAAGAAACCC- - - - == ===~ GGTTTTTATTTTTCACCAAAAAGA Accession:

CAAAAATTATTCTTCTTGT TATAT <eremememecmemecnen AATTCTCATGTATGTGAATACGAATCCATTTTC
GTCTTTCTACGTAAGCAATCTTCTTATTTGCGATCAACATCTTTTGGAGTCTTTCTTGAACGAATATAT Translation Standard Code
TTCTATGAAAAAATAGAACGT - - - CTTGTAGGAGTCTTTGCTAAGTAT —--------TTTCAAGCCAGTCTA Matrix:
TGGTTGTTCAAAGATCCTTTCATACATTATGTTAGGTATCAAGGAAAATCCATTCTGGTTTCA -~ - - -
AATGGGACGCCTCTTTTGATGAATAAATGGAAATCTTACCTTGTCAATTTTTGGCAATGTCGTTTTGAT Last Updated: 2011-07-11 15:39:59.921077
CTTTGGTTTCACCCGGGAAGGGTCTATATAAAC —-nememnv CAATTACCCAATTATTCCCTTAACTTTAAC o i ]
TTTATGGGCTATCTTTCAAGTGTGCGACTAGACCATTCAATGGTACGGAGTCAAATGCTAGAAAATTCA Sequence Biodiversity Institute of Ontario
TTTCTAATCAATAATGCTATTAAG -----enm AAATTTGATACTCTTGTTCCAATTATTCCTCTTATTGGA Runsite:

TCATTGGCTAAAGCGAAATTTTGTAACTTATTAGGACATCCCCTCAGTAAGCCAATTTGGGCTGATTTG
TCAGATTCTGATATTATTGACCGATTTTGGCATATATGCCGAAACCTTTCTCATTATTATAGTGGATCT
TCCAAAAAAAAGAGTTTGTATCGAATAAAATATATACTTCGACTT

Amino Acid Sequence

SYLHLLRFFFHEYWNWN - - --TLIDRKKP----GFYFSPKR----NQKLFFLLY ---—--- NSHVCEYESIF
VFLRKQSSYLRSTSFGVFLERIYFYEKIER-LVGVFAKY --FQASLWLFKDPFIHYVRYQGKSILVS--
NGTPLLMNKWKSYLVNFWQCRFDLWFHPGRVYIN--QLPNYSLNFNFMGYLSSVRLDHSMVRSQMLENS
FLINNAIK--KFDTLVPIIPLIGSLAKAKFCNLLGHPLSKPIWADLSDSDIIDRFWHICRNLSHYYSGS
SKKKSLYRIKYILRL

matK Tags & Comments

Sequencing Date 2011-07-06 06:28:54

Trace Direction R

Forward Primer MatK-1RKIM-f
Reverse Primer MatK-3FKIM-r
Sequence Primer MatK-3FKIM-r

Status high qual

Trace Runsite Biodiversity Institute of

Ontario

Sequencing Date
Trace Direction
Forward Primer
Reverse Primer
Sequence Primer
Status

Trace Runsite

2011-07-06 08:04:09
F

MatK-1RKIM-f
MatK-3FKIM-r
MatK-1RKIM-f

high qual

Biodiversity Institute of
Ontario
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Trace Trace

Tags Tags

Trace Trace

Comments Comments

trnH-psbA

Illustrative Barcode
1} 295
294 5&57
=t 15

Nucleotide Sequence

ATAACTTCCCTCTAGACCTAGCTGCTATAGACGCTCCATCTGTAAATGGATAAGACGTTAGTCTTATTG
TATAAGAGTTTTTGAAAAATAAAGGAGCAATAAGTTCCTCTTATCTTAATAGAACAAGAAGGAAATTAT
TGCTCCTTTATTTATTTTTTATTTAGTTATTTTATTAGTAATTGTACTTAAATATAGCTATATTTTTTT
ATTTCATATTCGAATATGAAATAAAAAAATATAAAAATAGAGTAGAGGGGCGGATGTAGCCAAGTGGAT
CAAGGCAGT

Amino Acid Sequence

Not available

trnH-psbA Tags & Comments

Sequencing Date 2018-11-23 22:00:46

Trace Direction F

Forward Primer psbA3_f

Reverse Primer trnHf_05

Sequence Primer psbA3_f

Status high qual

Trace Runsite Centre for Biodiversity
Genomics

Sequence Metadata

Genbank
Accession:

Translation
Matrix:

Last Updated:

Sequence
Runsite:

Sequencing Date
Trace Direction
Forward Primer
Reverse Primer
Sequence Primer
Status

Trace Runsite

N/A
N/A (Non-coding marker)

2018-12-12 17:41:03.465506
Centre for Biodiversity Genomics

2018-11-23 09:15:43
R

psbA3_f

trnHf_05

trnHf_05

high qual

Centre for Biodiversity
Genomics
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Trace
Tags

Trace
Comments

Sequencing Date
Trace Direction
Forward Primer
Reverse Primer
Sequence Primer
Status

Trace Runsite

Trace
Tags

Trace
Comments

20

2011-06-10 15:41:30
F

rbcLa-F

rbcLa-R

rbcLa-F

failed

Biodiversity Institute of
Ontario
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Trace
Tags

Trace
Comments

Sequencing Date
Trace Direction
Forward Primer
Reverse Primer
Sequence Primer
Status

Trace Runsite

20

2011-06-10 17:08:07
R

rbcLa-F

rbcLa-R

rbcLa-R

failed

Biodiversity Institute of
Ontario
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